IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

icants: Goddard et al. Attorney's Docket No: 39780-2630P1C4 

Serial No: 09/978,191 Group Art Unit: 1646 

Filed: October 15, 2001 Examiner: O'Hara, Eileen B. 

For: SECRETED AND TRANSMEMBRANE POLYPEPTIDES AND NUCLEIC 
ACIDS ENCODING THE SAME 

Commissioner for Patents 
P.O. Box 1450 

Alexandria, Virginia 22313-1450 



DECLARATION OF AUDREY GODDARD, Ph.D., 
PAUL J. GODOWSKI, Ph.D., AUSTIN GURNEY, Ph.D.. MARGARET A. ROY 
and WILLIAM I. WOOD. Ph.D.UNDER 37 CFR 1.131 

We, Audrey Goddard, Ph.D., Paul J. Godowski, Ph.D., Austin Gumey, Ph.D., Margaret 
Roy and William I. Wood, Ph.D. do hereby declare and say as follows: 

1. We are the inventors of the above-identified application. 

2. We have read and understood the claims pending in this application, and are aware 
that the claims have been rejected as anticipated by Holtzman et al, U.S. Published 
Patent Application 20020028508, with effective priority date April 23, 1 998 
(09/065,363), and Sheppard et al., U.S. Published Patent Application 20030166907, 
with effective priority date June 18, 1997 (09/050,143) 

3. The polypeptide comprising the amino acid sequence of residues 35-273 of SEQ ID 
NO:506 and the nucleic acid sequence of nucleotides 603-1220 of SEQ ID NO:505 in 
the above-identified application in the United States were sequenced and cloned prior 
to June 18, 1997. 

4. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Austin Gumey, was responsible for overseeing the cloning of cDNAs which encoded 
novel polypeptides, including the cDNA encoding the polypeptide comprising the amino 
acid sequence of residues 35-273 of SEQ ID NO: 5 06. 




5. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Audrey Goddard, was responsible for overseeing the sequencing of nucleotides 
encoding novel polypeptides, including the polypeptide having the amino acid sequence 
of residues 35-273 of SEQ ID NO: 506 in the above-identified application. 

6. At the time the nucleotide encoding the above polypeptide was cloned and sequenced, 
one of the inventors, William L Wood, was responsible for overseeing the homology 
searches for novel polypeptides, including that for the polypeptide having the amino 
acid sequence of residues 35-273 of SEQ ID NO: 506 in the above-identified 
application. 

7. The PR02 1 3 polypeptide shown in SEQ ID N0:2 is encoded by a cDNA sequence 
referred to as DNA30943-1 163 and shown in Figure 2 of the above-identified 
application. 

8. A cDNA sequence DNA30943-1 163 is identified as SEQ ID NO: 1 and shown in 
Figure 1 of the above-identified application. 

9. The PR0213 nucleic acid sequence was found to contain sequence errors. Therefore, 
the PR0213 nucleic acid sequence was resequenced and designated as 213-1 nucleic 
acid sequence and the translated polypeptide was designated as the PR0213-1 
polypeptide. 

10. The PR0213-1 polypeptide shown in SEQ ID NO:506 is encoded by a cDNA 
sequence referred to as DNA30943-1-1 163-1 and shown in Figure 213 of the above- 
identified application.. 

11. A cDNA sequence DNA30943-1-1 163-1 is identified as SEQ ID NO:505 and shown 
in Figure 212 of the above-identified application. 

12. Copies of the pages fi-om the GSeqEdit database and GenenGenes database which 
report the cloning, sequencing and fimctional data for the PR0213 and PR0213-1 
polypeptide sequences, including its homology to human gas6, as well as the cloning, 
and sequencing data for the nucleic acid sequence encoding the PR0213 and 
PR0213-1 polypeptides are attached to this declaration (with the dates redacted) as 
Exhibit A. 
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13. The GSeqEdit report shows the full-length nucleic acid sequence for DNA30943-1- 
1 163-1 and the full-length PR0213-1 polypeptide encoded by DNA30943-1-1163-1 . 
The full-length nucleic acid sequence for PR0213-1 (DNA30943-1-1 163-1) shown in 
the report includes the sequence corrections made to PR0213 (DNA30943-1 163) 
indicated below the sequence, for example, as seen on page 5 of the report. The full- 
length nucleic acid sequence for PR0213 (DNA30943-1 163) is the sequence shown 
in the GSeqEdit report without the indicated corrections. 

14. The amino acid sequence of residues 1-49 of PR0213 is shown in GSeqEdit report on 
pages 4-5. The amino acid sequence of PR0213-1 shown in GSeqEdit report starts 
on page 4 and continues onto the following pages. On page 5, the top sequence is the 
PR0213 polypeptide sequence and the bottom sequence is the PR0213-1 polypeptide 
sequence. 

15. The amino acid sequence starting on page 6 of the GSeqEdit is identical for both the 
PR0213 and PR0213-1 polypeptides. Amino acid residue number 35, shown on 
page 6 of the GSeqEdit report, indicates the continuous numbering of PR0213-1 
polypeptide sequence from the previous page. The first amino acid on page 6 
corresponds to amino acid 57 of the PR0213 polypeptide. 

16. The amino acid sequence of residues 35-273 of SEQ ID NO:506 shown in Figure 213 
of the above-identified application is 239 amino acids long, and is identical to the 
amino acid sequence of residues 57-295 of SEQ ID NO:2 shown in Figure 2 of the 
above-identified application. 

17. The nucleic acid sequence encoding residues 35-273 of SEQ ID NO: 506 comprises 
residues 501-1220 of SEQ ID NO:505 in Figure 212 of the above-identified 
application. The nucleic acid sequence comprising residues 501-1220 of SEQ ID 
NO:505 is 720 nucleotides long and it includes a stop codon. 

18. The portion of the PR0213 polypeptide, which is identical to the portion of the 
PR0213-1 polypeptide encoded by the nucleic acid sequence comprising residues 501- 
1220 of SEQ ID NO:505, is significantly homologous with the human growth arrest- 
specific 6 (gas6) protein. 
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19. Both DNA30943-1 163 cDNA sequence and the PR0213 polypeptide encoded by 
DNA30943-1 163 were obtained prior to June 18, 1997. Furthermore, the homology 
of PR0213 to human gas6 was obtained prior to June 18, 1997. 

20. The DNA sequence of nucleotides 606 to 1223 of SEQ ID N0:1 is identical to 
nucleotides 603 to 1220 of DNA3 0943-1-1 163-1 sequence shown in the GSeqEdit 
report. Further, the DNA sequences of nucleotides 606 to 1223 of SEQ ID N0:1 and 
nucleotides 603 to 1220 of DNA30943-1-1 163-1 shown in the GSeqEdit report are 
identical to that of nucleotides 603-1220 of SEQ ID NO:505 disclosed in the above- 
identified application. 

21. The beginning of the cDNA sequence corresponding to nucleotides 501-1220 of SEQ 
ID NO:505 in the above-identified application is shovra on page 6 of the GSeqEdit 
database report. The location of nucleotide 501 of SEQ ID: 5 05, which corresponds to 
nucleotide 501 of DNA30943-1-1 163-1 shown in the GSeqEdit report, is marked with 
an arrow. The location of nucleotide 603 of SEQ ID:505, which corresponds to 
nucleotide 603 of DN A3 0943- 1-1 163-1 shown on page 7 of the GSeqEdit report, is 
marked with an arrow. The location of the nucleotide 1220 of SEQ ID NO:505, 
which corresponds to nucleotide 1220 of DNA30943-1-1 163-1 shovm on page 12 of 
the GSeqEdit report, is marked with an arrow. 

22. The amino acid residues in the GSeqEdit report which correspond to residues 35 to 
273 of SEQ ID NO: 506 are shown starting on page 6 (indicated by an arrow) to page 
12 of the report. 

23. Exhibit A clearly shows that amino acids residues 35 to 273 of SEQ ID NO: 506 and 
the nucleic acid residues 603-1220 of SEQ ID NO: 505 disclosed in the above- 
identified application, as well as the homology of the polypeptide to human gas6, 
were obtained prior to June 18, 1997. 
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24. We hereby declare that all statements made herein of our own knowledge are true and 
that all statements made on information or belief are believed to be true, and further 
that these statements were made with the knowledge that willful false statements and 
.the like so made are punishable by fine or imprisonment, or both, under Section 1001 
of Title 18 of the United States Code and that such willful statements may jeopardize 
the validity of the application or any patent issued thereon. 



Audrey Go^dard, Ph.D. Date 

Paul J. Godowski, Ph.D. Date 

Austin Gumey, Ph.D. Date 

Margaret A. Roy Date 

William I. Wood, Ph.D. Date 



SV 2094833 vl 

4/29/05 10:13 AM (39780.2630) 
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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 
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Serial No: 09/978,191 Group Art Unit: 1646 

Filed: October 15, 2001 Examiner: O'Hara, Eileen B. 

For: SECRETED AND TRANSMEMBRANE POLYPEPTIDES AND NUCLEIC 
ACIDS ENCODING THE SAME 

Commissioner for Patents 
P.O. Box 1450 

Alexandria, Virginia 22313-1450 




DECLARATION OF AUDREY GODDARD. Ph.D.. 
PAUL J. GODOWSKI. Ph.D.. AUSTIN GURNEY. Ph.D.. MARGARET A. ROY 
and WILLIAM I. WOOD. Ph.D.UNDER 37 CFR 1.131 

We, Audrey Goddard, Ph.D., Paul J. Godowski, Ph.D., Austin Gumey, Ph.D., Margaret 
Roy and William I. Wood, Ph.D. do hereby declare and say as follows: 

1. We are the inventors of the above-identified application. 

2. We have read and understood the claims pending in this application, and are aware 
that the claims have been rejected as anticipated by Holtzman et al., U.S. Published 
Patent Application 20020028508, with effective priority date April 23, 1998 
(09/065,363), and Sheppard etal, U.S. Published Patent Application 20030166907, 
with effective priority date June 18, 1997 (09/050,143) 

3. The polypeptide comprising the amino acid sequence of residues 35-273 of SEQ ID 
NO:506 and the nucleic acid sequence of nucleotides 603-1220 of SEQ ID NO:505 in 
the above-identified application in the United States were sequenced and cloned prior 
to June 18, 1997. 

4. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Austin Gumey, was responsible for overseeing the cloning of cDNAs which encoded 
novel polypeptides, including the cDNA encoding the polypeptide comprising the amino 
acid sequence of residues 35-273 of SEQ ID NO:506. 
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5. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Audrey Goddard, was responsible for overseeing the sequencing of nucleotides 
encoding novel polypeptides, including the polypeptide having the amino acid sequence 
of residues 35-273 of SEQ ID NO: 506 in the above-identified apphcation. 

6. At the time the nucleotide encoding the above polypeptide was cloned and sequenced, 
one of the inventors, William I. Wood, was responsible for overseeing the homology 
searches for novel polypeptides, including that for the polypeptide having the amino 
acid sequence of residues 35-273 of SEQ ID NO: 506 in the above-identified 
application. 

7. The PR021 3 polypeptide shown in SEQ ID N0:2 is encoded by a cDNA sequence 
referred to as DNA30943-1 163 and shown in Figure 2 of the above-identified 
application. 

8. A cDNA sequence DNA30943-1 163 is identified as SEQ ID N0:1 and shown in 
Figure 1 of the above-identified application. 

9. The PR0213 nucleic acid sequence was found to contain sequence errors. Therefore, 
the PR0213 nucleic acid sequence was resequenced and designated as 213-1 nucleic 
acid sequence and the translated polypeptide was designated as the PR0213-1 
polypeptide. 

10. The PR0213-1 polypeptide shown in SEQ ID NO:506 is encoded by a cDNA 
sequence referred to as DNA30943-1-1 163-1 and shown in Figure 213 of the above- 
identified application.. 

11. A cDNA sequence DNA30943-1-1 163-1 is identified as SEQ ID NO:505 and shown 
in Figure 212 of the above-identified application. 

12. Copies of the pages from the GSeqEdit database and GenenGenes database which 
report the cloning, sequencing and functional data for the PR0213 and PR0213-1 
polypeptide sequences, including its homology to human gas6, as well as the cloning, 
and sequencing data for the nucleic acid sequence encoding the PR0213 and 
PR0213-1 polypeptides are attached to this declaration (with the dates redacted) as 
Exhibit A. 
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13. The GSeqEdit report shows the full-length nucleic acid sequence for DNA30943-1- 
1 163-1 and the full-length PR0213-1 polypeptide encoded by DNA30943-1-1 163-1. 
The full-length nucleic acid sequence for PR0213-1 (DNA30943-1-1 163-1) shown in 
the report includes the sequence corrections made to PR0213 (DNA30943-1 163) 
indicated below the sequence, for example, as seen on page 5 of the report. The full- 
length nucleic acid sequence for PR0213 (DNA30943-1 163) is the sequence shown 
in the GSeqEdit report without the indicated corrections. 

14. The amino acid , sequence of residues 1-49 of PR0213 is shown in GSeqEdit report on 
pages 4-5. The amino acid sequence of PR0213-1 shown in GSeqEdit report starts 
on page 4 and continues onto the following pages. On page 5, the top sequence is the 
PR0213 polypeptide sequence and the bottom sequence is the PR0213-1 polypeptide 
sequence. 

15. The amino acid sequence starting on page 6 of the GSeqEdit is identical for both the 
PR0213 and PR0213-1 polypeptides. Amino acid residue number 35, shown on 
page 6 of the GSeqEdit report, indicates the continuous numbering of PR0213-1 
polypeptide sequence from the previous page. The first amino acid on page 6 
corresponds to amino acid 57 of the PR0213 polypeptide. 

16. The amino acid sequence of residues 35-273 of SEQ ID NO:506 shown in Figure 213 
of the above-identified application is 239 amino acids long, and is identical to the 
amino acid sequence of residues 57-295 of SEQ ID N0:2 shown in Figure 2 of the 
above-identified application. 

17. The nucleic acid sequence encoding residues 35-273 of SEQ ID NO: 506 comprises 
residues 501-1220 of SEQ ID NO:505 in Figure 212 of the above-identified 
application. The nucleic acid sequence comprising residues 501-1220 of SEQ ID 
NO:505 is 720 nucleotides long and it includes a stop codon. 

18. The portion of the PR0213 polypeptide, which is identical to the portion of the 
PR0213-1 polypeptide encoded by the nucleic acid sequence comprising residues 501- 
1220 of SEQ ID NO:505, is significantly homologous with the human growth arrest- 
specific 6 (gas6) protein. 
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19. Both DNA30943-1 163 cDNA sequence and the PR0213 polypeptide encoded by 
DNA30943-1 163 were obtained prior to June 18, 1997. Furthermore, the homology 
of PR0213 to human gas6 was obtained prior to June 18, 1997. 

20. The DNA sequence of nucleotides 606 to 1 223 of SEQ ID NO: 1 is identical to 
nucleotides 603 to 1220 of DNA30943-1 -1163-1 sequence shown in the GSeqEdit 
report. Further, the DNA sequences of nucleotides 606 to 1223 of SEQ ID N0:1 and 
nucleotides 603 to 1220 of DNA30943-1-1 163-1 shown in the GSeqEdit report are 
identical to that of nucleotides 603-1220 of SEQ ID NO:505 disclosed in the above- 
identified application. 

21. The beginning of the cDNA sequence corresponding to nucleotides 501-1220 of SEQ 
ID NO:505 in the above-identified application is shown on page 6 of the GSeqEdit 
database report. The location of nucleotide 501 of SEQ ID;505, which corresponds to 
nucleotide 501 of DNA30943-1-1 163-1 shown in the GSeqEdit report, is marked with 
an arrow. The location of nucleotide 603 of SEQ ID:505, which corresponds to 
nucleotide 603 of DNA3 0943-1-1 163-1 shown on page 7 of the GSeqEdit report, is 
marked with an arrow. The location of the nucleotide 1220 of SEQ ID NO:505, 
which corresponds to nucleotide 1220 of DNA30943-1-1 163-1 shown on page 12 of 
the GSeqEdit report, is marked with an arrow. 

22. The amino acid residues in the GSeqEdit report which correspond to residues 35 to 
273 of SEQ ID NO: 506 are shown starting on page 6 (indicated by an arrow) to page 
12 of the report. 

23. Exhibit A clearly shows that amino acids residues 35 to 273 of SEQ ID NO: 506 and 
the nucleic acid residues 603-1220 of SEQ ID NO: 505 disclosed in the above- 
identified application, as well as the homology of the polypeptide to human gas6, 
were obtained prior to June 18, 1997. 
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24. We hereby declare that all statements made herein of oxir own knowledge are true and 
that all statements made on information or belief are believed to be true, and further 
that these statements were made with the knowledge that willful false statements and 
the like so made are pimishable by fine or imprisonment, or both, under Section 1001 
of Title 18 of the United States Code and that such willful statements may jeopardize 
the validity of the application or any patent issued thereon. 



AudrevxGoddard, Ph.D. Date 

Paul J. Godq/wski, Ph.D. Date 

Austin Gumey, Ph.D. Date 

Margaret A. Roy Date 

William I. Wood, Ph.D. Date 
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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

Goddard et al. Attorney's Docket No: 39780-2630P1C4 

09/978,191 Group Art Unit: 1646 

October 15, 2001 Examiner: O'Hara, Eileen B. 

SECRETED AND TRANSMEMBRANE POLYPEPTIDES AND NUCLEIC 
ACIDS ENCODING THE SAME 



Commissioner for Patents 
P.O. Box 1450 

Alexandria, Virginia 22313-1450 



DECLARATION OF AUDREY GODDARD, Ph.D., 
PAUL J. GODOWSKI. Ph.D.. AUSTIN GURNEY. Ph.D.. MARGARET A. ROY 
and WILLIAM I. WOOD. Ph.D.UNDER 37 CFR 1.131 

We, Audrey Goddard, Ph.D., Paul J. Godowski, Ph.D., Austin Gumey, Ph.D., Margaret 
Roy and William I. Wood, Ph.D. do hereby declare and say as follows: 

1 . We are the inventors of the above-identified application. 

2. We have read and understood the claims pending in this application, and are aware 
that the claims have been rejected as anticipated by HoUzman et al., U.S. Published 
Patent Application 20020028508, with effective priority date April 23, 1998 
(09/065,363), and Sheppard et al, U.S. PubHshed Patent Application 20030166907, 
with effective priority date June 18, 1997 (09/050,143) 

3. The polypeptide comprising the amino acid sequence of residues 35-273 of SEQ ID 
NO:506 and the nucleic acid sequence of nucleotides 603-1220 of SEQ ID NO:505 in 
the above-identified application in the United States were sequenced and cloned prior 
to June 18, 1997. 

4. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Austin Gumey, was responsible for overseeing the cloning of cDNAs which encoded 
novel polypeptides, including the cDNA encoding the polypeptide comprising the amino 
acid sequence of residues 35-273 of SEQ ID NO:506. 



-1- 




5. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Audrey Goddard, was responsible for overseeing the sequencing of nucleotides 
encoding novel polypeptides, including the polypeptide having the amino acid sequence 
of residues 35-273 of SEQ ID NO: 506 in the above-identified application. 

6. At the time the nucleotide encoding the above polypeptide was cloned and sequenced, 
one of the inventors, William I. Wood, was responsible for overseeing the homology 
searches for novel polypeptides, including that for the polypeptide having the amino 
acid sequence of residues 35-273 of SEQ JD NO: 506 in the above-identified 
application. 

7. The PR0213 polypeptide shown in SEQ ID N0:2 is encoded by a cDNA sequence 
referred to as DN A3 0943-1 163 and shown in Figure 2 of the above-identified 
appHcation. 

8. A cDNA sequence DNA30943-1 163 is identified as SEQ ED N0:1 and shown in 
Figure 1 of the above-identified application. 

9. The PR0213 nucleic acid sequence was found to contain sequence errors. Therefore, 
the PR0213 nucleic acid sequence was resequenced and designated as 213-1 nucleic 
acid sequence and the translated polypeptide was designated as the PR0213-1 
polypeptide. 

10. The PR0213-1 polypeptide shown in SEQ ID NO:506 is encoded by a cDNA 
sequence referred to as DNA30943-1-1 163-1 and shown in Figure 213 of the above- 
identified application.. 

11. A cDNA sequence DNA30943-1-1 163-1 is identified as SEQ ID NO:505 and shown 
in Figure 212 of the above-identified application. 

12. Copies of the pages from the GSeqEdit database and GenenGenes database which 
report the cloning, sequencing and functional data for the PR0213 and PR0213-1 
polypeptide sequences, including its homology to human gas6, as well as the cloning, 
and sequencing data for the nucleic acid sequence encoding the PR0213 and 
PR0213-1 polypeptides are attached to this declaration (with the dates redacted) as 
Exhibit A. 
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13. The GSeqEdit report shows the full-length nucleic acid sequence for DNA30943-1- 
1 163-1 and the full-length PR0213-1 polypeptide encoded by DNA30943-1-1 163-1 . 
The full-length nucleic acid sequence for PR0213-1 (DNA30943-1-1 163-1) shown in 
the report includes the sequence corrections made to PR0213 (DNA30943-1 163) 
indicated below the sequence, for example, as seen on page 5 of the report. The full- 
length nucleic acid sequence for PR0213 (DNA30943-1 163) is the sequence shown 
in the GSeqEdit report without the indicated corrections. 

14. The amino acid sequence of residues 1-49 of PR0213 is shown in GSeqEdit report on 
pages 4-5. The amino acid sequence of PR0213-1 shown in GSeqEdit report starts 
on page 4 and continues onto the following pages. On page 5, the top sequence is the 
PR0213 polypeptide sequence and the bottom sequence is the PR0213-1 polypeptide 
sequence. 

15. The amino acid sequence starting on page 6 of the GSeqEdit is identical for both the 
PR0213 and PR0213-1 polypeptides. Amino acid residue number 35, shown on 
page 6 of the GSeqEdit report, indicates the continuous numbering of PR0213-1 
polypeptide sequence from the previous page. The first amino acid on page 6 
corresponds to amino acid 57 of the PR0213 polypeptide. 

16. The amino acid sequence of residues 35-273 of SEQ ID NO:506 shown in Figure 213 
of the above-identified appHcation is 239 amino acids long, and is identical to the 
amino acid sequence of residues 57-295 of SEQ ID NO:2 shown in Figure 2 of the 
above-identified application. 

17. The nucleic acid sequence encoding residues 35-273 of SEQ ID NO: 506 comprises 
residues 501-1220 of SEQ ID NO:505 in Figure 212 of the above-identified 
application. The nucleic acid sequence comprising residues 501-1220 of SEQ ID 
NO:505 is 720 nucleotides long and it includes a stop codon. 

18. The portion of the PR0213 polypeptide, which is identical to the portion of the 
PR0213-1 polypeptide encoded by the nucleic acid sequence comprising residues 501- 
1220 of SEQ ID NO:505, is significantly homologous with the human growth arrest- 
specific 6 (gas6) protein. 
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19. Both DNA30943-1 163 cDNA sequence and the PR0213 polypeptide encoded by 
DNA30943-1 163 were obtained prior to June 18, 1997. Furthermore, the homology 
of PR0213 to human gas6 was obtained prior to June 18, 1997. 

20. The DNA sequence of nucleotides 606 to 1223 of SEQ ID N0:1 is identical to 
nucleotides 603 to 1220 of DNA30943-1-1 163-1 sequence shown in the GSeqEdit 
report. Further, the DNA sequences of nucleotides 606 to 1223 of SEQ ID N0:1 and 
nucleotides 603 to 1220 of DNA3 0943-1-1 163-1 shown in the GSeqEdit report are 
identical to that of nucleotides 603-1220 of SEQ ID NO:505 disclosed in the above- 
identified application. 

21. The beginning of the cDNA sequence corresponding to nucleotides 501-1220 of SEQ 
ID NO:505 in the above-identified application is shown on page 6 of the GSeqEdit 
database report. The location of nucleotide 501 of SEQ ID:505, which corresponds to 
nucleotide 501 of DNA30943-1-1 163-1 shown in the GSeqEdit report, is marked with 
an arrow. The location of nucleotide 603 of SEQ ID:505, which corresponds to 
nucleotide 603 of DNA30943-1-1 163-1 shown on page 7 of the GSeqEdit report, is 
marked with an arrow. The location of the nucleotide 1220 of SEQ ID NO:505, 
which corresponds to nucleotide 1220 of DNA30943-1-1 163-1 shown on page 12 of 
the GSeqEdit report, is marked with an arrow. 

22. The amino acid residues in the GSeqEdit report which correspond to residues 35 to 
273 of SEQ ID NO: 506 are shown starting on page 6 (indicated by an arrow) to page 
12 of the report. 

23. Exhibit A clearly shows that amino acids residues 35 to 273 of SEQ ID NO: 506 and 
the nucleic acid residues 603-1220 of SEQ ID NO: 505 disclosed in the above- 
identified appHcafion, as well as the homology of the polypeptide to human gas6, 
were obtained prior to June 18, 1997. 
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24. We hereby declare that all statements made herein of our own knowledge are true and 
that all statements made on information or belief are believed to be true, and further 
that these statements were made with the knowledge that willful false statements and 
the like so made are punishable by fine or imprisonment, or both, under Section 1001 
of Title 18 of the United States Code and that such willfiil statements may jeopardize 
the validity of the application or any patent issued thereon. 



Audrey Goddard, Ph.D. Date 




Margaret A. Roy Date 



William 1. Wood, Ph.D. Date 
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Group Art Unit: 1646 
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SECRETED AND TRANSMEMBRANE POLYPEPTIDES AND NUCLEIC 
ACIDS ENCODING THE SAME 



Commissioner for Patents 
P.O. Box 1450 

Alexandria, Virginia 22313-1450 



DECLARATION OF AUDREY GODDARD. Ph.D.. 
PAUL J. GODOWSKI. Ph.D.. AUSTIN GURNEY. Ph.D.. MARGARET A. ROY 
and WILLIAM I. WOOD. Ph.D.UNDER 37 CFR 1.131 



We, Audrey Goddard, Ph.D., Paul J. Godowski, Ph.D., Austin Gumey, Ph.D., Margaret 
Roy and William I. Wood, Ph.D. do hereby declare and say as follows: 

1 . We are the inventors of the above-identified application. 

2. We have read and understood the claims pending in this application, and are aware 
that the claims have been rejected as anticipated by Holtzman et al, U.S. Published 
Patent Apphcation 20020028508, with effective priority date April 23, 1998 
(09/065,363), and Sheppard et al, U.S. Published Patent Apphcation 20030166907, 
with effective priority date June 18, 1997 (09/050,143) 

3. The polypeptide comprising the amino acid sequence of residues 35-273 of SEQ ID 
NO:506 and the nucleic acid sequence of nucleotides 603-1220 of SEQ ID NO:505 in 
the above-identified application in the United States were sequenced and cloned prior 
to June 18, 1997. 

4. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Austin Gumey, was responsible for overseeing the cloning of cDNAs which encoded 
novel polypeptides, including the cDNA encoding the polypeptide comprising the amino 
acid sequence of residues 35-273 of SEQ ID NO:506. 
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5. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Audrey Goddard, was responsible for overseeing the sequencing of nucleotides 
encoding novel polypeptides, including the polypeptide having the amino acid sequence 
of residues 35-273 of SEQ ID NO: 506 in the above-identified application. 

6. At the time the nucleotide encoding the above polypeptide was cloned and sequenced, 
one of the inventors, William 1. Wood, was responsible for overseeing the homology 
searches for novel polypeptides, including that for the polypeptide having the amino 
acid sequence of residues 35-273 of SEQ JD NO: 506 in the above-identified 
application. 

7. The PR02 1 3 polypeptide shown in SEQ ED N0:2 is encoded by a cDNA sequence 
referred to as DNA3 0943-1 163 and shown in Figure 2 of the above-identified 
application. 

8. A cDNA sequence DNA30943-1 163 is identified as SEQ ID NO: 1 and shown in 
Figure 1 of the above-identified application. 

9. The PR0213 nucleic acid sequence was found to contain sequence errors. Therefore, 
the PR0213 nucleic acid sequence was resequenced and designated as 213-1 nucleic 
acid sequence and the translated polypeptide was designated as the PR0213-1 
polypeptide. 

10. The PR0213-1 polypeptide shown in SEQ ID NO:506 is encoded by a cDNA 
sequence referred to as DNA30943-1-1 163-1 and shown in Figure 213 of the above- 
identified application.. 

11. A cDNA sequence DNA30943- 1-1 163-1 is identified as SEQ ID NO:505 and shown 
in Figure 212 of the above-identified application. 

12. Copies of the pages from the GSeqEdit database and GenenGenes database which 
report the cloning, sequencing and fiinctional data for the PR0213 and PR0213-1 
polypeptide sequences, including its homology to human gas6, as well as the cloning, 
and sequencing data for the nucleic acid sequence encoding the PR0213 and 
PR0213-1 polypeptides are attached to this declaration (with the dates redacted) as 
Exhibit A. 
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13. The GSeqEdit report shows the full-length nucleic acid sequence for DNA30943-1- 

1 163-1 and the full-length PR0213-1 polypeptide encoded by DNA30943-1-1 163-1. 
The full-length nucleic acid sequence for PR0213-1 (DNA30943-1-1 163-1) shown in 
the report includes the sequence corrections made to PR0213 (DNA30943-1163) 
indicated below the sequence, for example, as seen on page 5 of the report. The full- 
length nucleic acid sequence for PR0213 (DNA30943-1 163) is the sequence shown 
in the GSeqEdit report without the indicated corrections. 

14. The amino acid sequence of residues 1-49 of PR0213 is shown in GSeqEdit report on 
pages 4-5. The amino acid sequence of PR0213-1 shown in GSeqEdit report starts 
on page 4 and continues onto the following pages. On page 5, the top sequence is the 
PR0213 polypeptide sequence and the bottom sequence is the PR0213-1 polypeptide 
sequence. 

15. The amino acid sequence starting on page 6 of the GSeqEdit is identical for both the 
PR0213 and PR0213-1 polypeptides. Amino acid residue number 35, shown on 
page 6 of the GSeqEdit report, indicates the continuous numbering of PR0213-1 
polypeptide sequence from the previous page. The first amino acid on page 6 
corresponds to amino acid 57 of the PR0213 polypeptide. 

16. The amino acid sequence of residues 35-273 of SEQ ID NO:506 shown in Figure 213 
of the above-identified application is 239 amino acids long, and is identical to the 
amino acid sequence of residues 57-295 of SEQ ID N0:2 shown in Figure 2 of the 
above-identified application. 

17. The nucleic acid sequence encoding residues 35-273 of SEQ ID NO: 506 comprises 
residues 501-1220 of SEQ ID NO:505 in Figure 212 of the above-identified 
application. The nucleic acid sequence comprising residues 501-1220 of SEQ ID 
NO:505 is 720 nucleotides long and it includes a stop codon. 

1 8. The portion of the PR02 1 3 polypeptide, which is identical to the portion of the 
PR0213-1 polypeptide encoded by the nucleic acid sequence comprising residues 501- 
1220 of SEQ ID NO:505, is significantly homologous with the human growth arrest- 
specific 6 (gas6) protein. 
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19. Both DNA30943-1 163 cDNA sequence and the PR0213 polypeptide encoded by 
DNA30943-1 163 were obtained prior to June 18, 1997. Furthermore, the homology 
of PR0213 to human gas6 was obtained prior to June 18, 1997. 

20. The DNA sequence of nucleotides 606 to 1223 of SEQ ID N0:1 is identical to 
nucleotides 603 to 1220 of DNA30943-1-1 163-1 sequence shown in the GSeqEdit 
report. Further, the DNA sequences of nucleotides 606 to 1223 of SEQ ID N0:1 and 
nucleotides 603 to 1220 of DNA30943-1-1 163-1 shown in the GSeqEdit report are 

- identical to that of nucleotides 603-1220 of SEQ ID NO:505 disclosed in the above- 
identified application. 

21 . The beginning of the cDNA sequence corresponding to nucleotides 501-1 220 of SEQ 
ID NO: 5 05 in the above-identified application is shown on page 6 of the GSeqEdit 
database report. The location of nucleotide 501 of SEQ ID:505, which corresponds to 
nucleotide 501 of DNA30943-1-1 163-1 shown in the GSeqEdit report, is marked with 
an arrow. The location of nucleotide 603 of SEQ ID:505, which corresponds to 
nucleotide 603 of DNA30943-1-1 163-1 shown on page 7 of the GSeqEdit report, is 
marked with an arrow. The location of the nucleotide 1220 of SEQ ID NO:505, 
which corresponds to nucleotide 1220 of DNA30943-1-1 163-1 shown on page 12 of 
the GSeqEdit report, is marked with an arrow. 

22. The amino acid residues in the GSeqEdit report which correspond to residues 35 to 
273 of SEQ ID NO: 506 are shown starting on page 6 (indicated by an arrow) to page 
12 of the report. 

23. Exhibit A clearly shows that amino acids residues 35 to 273 of SEQ ID NO: 506 and 
the nucleic acid residues 603-1220 of SEQ ID NO: 505 disclosed in the above- 
identified application, as well as the homology of the polypeptide to human gas6, 
were obtained prior to June 18, 1997. 
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24. We hereby declare that all statements made herein of our own knowledge are true and 
that all statements made on information or belief are believed to be true, and further 
that these statements were made with the knowledge that willful false statements and 
the Hke so made are punishable by fine or imprisonment, or both, under Section 1001 
of Title 18 of the United States Code and that such willful statements may jeopardize 
the validity of the application or any patent issued thereon. 



Audrey Goddard, Ph.D. Date 



Paul J. Godowski, Ph.D. Date 



Austin Gumey, Ph.D. Date 




William L Wood, Ph.D. 



Date 



SV 2094833 vl 

5/1/05 2:23 PM (39780.2630) 
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Declaration Under 37 C.F.R. §1.131 
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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

Jpplicants: Goddard et al. Attorney's Docket No: 39780-2630P1C4 

Serial No: 09/978,191 Group Art Unit: 1646 

Filed: October 15, 2001 Examiner: O'Hara, Eileen B. 

For: SECRETED AND TRANSMEMBRANE POLYPEPTIDES AND NUCLEIC 
ACIDS ENCODING THE SAME 



Commissioner for Patents 
P.O. Box 1450 

Alexandria, Virginia 22313-1450 



DECLARATION OF AUDREY GODDARD, Ph.D.. 
PAUL J. GODOWSKI. Ph.D., AUSTIN GURNEY. Ph.D.. MARGARET A. ROY 
and WILLIAM L WOOD, Ph.D.UNDER 37 CFR 1.131 



We, Audrey Goddard, Ph.D., Paul J. Godowski, Ph.D., Austin Gumey, Ph.D., Margaret 
Roy and William I. Wood, Ph.D. do hereby declare and say as follows: 

1. We are the inventors of the above-identified application. 

2. We have read and understood the claims pending in this application, and are aware 
that the claims have been rejected as anticipated by Holtzman et al, U.S. Published 
Patent Application 20020028508, with effective priority date April 23, 1998 
(09/065,363), and Sheppard et al., U.S. Published Patent Application 20030166907, 
with effective priority date June 18, 1997 (09/050,143) 

3. The polypeptide comprising the amino acid sequence of residues 35-273 of SEQ ID 
NO:506 and the nucleic acid sequence of nucleotides 603-1220 of SEQ ID NO:505 in 
the above-identified application in the United States were sequenced and cloned prior 
to June 18, 1997. 

4. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Austin Gumey, was responsible for overseeing the cloning of cDNAs which encoded 
novel polypeptides, including the cDNA encoding the polypeptide comprising the amino 
acid sequence of residues 35-273 of SEQ ID NO:506. 
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5. At the time the above polypeptide was cloned and sequenced, one of the inventors, 
Audrey Goddard, was responsible for overseeing the sequencing of nucleotides 
encoding novel polypeptides, including the polypeptide having the amino acid sequence 
of residues 35-273 of SEQ ID NO: 506 in the above-identified application. 

6. At the time the nucleotide encoding the above polypeptide was cloned and sequenced, 
one of the inventors, William I. Wood, was responsible for overseeing the homology 
searches for novel polypeptides, including that for the polypeptide having the amino 
acid sequence of residues 35-273 of SEQ ID NO: 506 in the above-identified 
application. 

7. The PR0213 polypeptide shown in SEQ ID N0:2 is encoded by a cDNA sequence 
referred to as DNA30943-1 163 and shown in Figure 2 of the above-identified 
application. 

8. A cDNA sequence DNA30943-1 163 is identified as SEQ ID NO: 1 and shown in 
Figure 1 of the above-identified application. 

9. The PR0213 nucleic acid sequence was found to contain sequence errors. Therefore, 
the PR0213 nucleic acid sequence was resequenced and designated as 213-1 nucleic 
acid sequence and the translated polypeptide was designated as the PR0213-1 
polypeptide. 

10. The PR0213-1 polypeptide shown in SEQ ID NO:506 is encoded by a cDNA 
sequence referred to as DNA30943-1-1 163-1 and shown in Figure 213 of the above- 
identified application.. 

11. A cDNA sequence DNA30943-1-1 163-1 is identified as SEQ ID NO:505 and shown 
in Figure 212 of the above-identified application. 

12. Copies of the pages from the GSeqEdit database and GenenGenes database which 
report the cloning, sequencing and fimctional data for the PR0213 and PR0213-1 
polypeptide sequences, including its homology to human gas6, as well as the cloning, 
and sequencing data for the nucleic acid sequence encoding the PR0213 and 
PR0213-1 polypeptides are attached to this declaration (with the dates redacted) as 
Exhibit A. 
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13. The GSeqEdit report shows the full-length nucleic acid sequence for DNA30943-1- 
1 163-1 and the full-length PR0213-1 polypeptide encoded by DNA30943-1-1 163-1. 
The full-length nucleic acid sequence for PR0213-1 (DNA30943-1-1 163-1) shown in 
the report includes the sequence corrections made to PR0213 (DNA30943-1163) 
indicated below the sequence, for example, as seen on page 5 of the report. The full- 
length nucleic acid sequence for PR0213 (DNA30943-1163) is the sequence shown 
in the GSeqEdit report without the indicated corrections. 

14. The amino acid sequence of residues 1-49 of PR0213 is shown in GSeqEdit report on 
pages 4-5. The amino acid sequence of PR0213-1 shown in GSeqEdit report starts 
on page 4 and continues onto the following pages. On page 5, the top sequence is the 
PR0213 polypeptide sequence and the bottom sequence is the PR0213-1 polypeptide 
sequence. 

15. The amino acid sequence starting on page 6 of the GSeqEdit is identical for both the 
PR0213 and PR0213-1 polypeptides. Amino acid residue number 35, shown on 
page 6 of the GSeqEdit report, indicates the continuous numbering of PR0213-1 
polypeptide sequence from the previous page. The first amino acid on page 6 
corresponds to amino acid 57 of the PR0213 polypeptide. 

16. The amino acid sequence of residues 35-273 of SEQ ID NO:506 shown in Figure 213 
of the above-identified application is 239 amino acids long, and is identical to the 
amino acid sequence of residues 57-295 of SEQ ID N0:2 shovm in Figure 2 of the 
above-identified application. 

17. The nucleic acid sequence encoding residues 35-273 of SEQ ID NO: 506 comprises 
residues 501-1220 of SEQ ID NO:505 in Figure 212 of the above-identified 
application. The nucleic acid sequence comprising residues 501-1220 of SEQ ID 
NO:505 is 720 nucleotides long and it includes a stop codon. 

18. The portion of the PR0213 polypeptide, which is identical to the portion of the 
PR0213-1 polypeptide encoded by the nucleic acid sequence comprising residues 501- 
1220 of SEQ ID NO:505, is significantly homologous with the human growth arrest- 
specific 6 (gas6) protein. 
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19. Both DNA30943-1 1 63 cDNA sequence and the PR0213 polypeptide encoded by 
DNA30943-1 163 were obtained prior to June 18, 1997. Furthermore, the homology 
of PR0213 to human gas6 was obtained prior to June 18, 1997. 

20. The DNA sequence of nucleotides 606 to 1223 of SEQ ID N0:1 is identical to 
nucleotides 603 to 1220 of DNA30943-1-1 163-1 sequence shown in the GSeqEdit 
report. Further, the DNA sequences of nucleotides 606 to 1223 of SEQ ID N0:1 and 
nucleotides 603 to 1220 of DNA30943-1-1 163-1 shown in the GSeqEdit report are 
identical to that of nucleotides 603-1220 of SEQ ID NO:505 disclosed in the above- 
identified application. 

21. The beginning of the cDNA sequence corresponding to nucleotides 501-1220 of SEQ 
ID NO:505 in the above-identified application is shown on page 6 of the GSeqEdit 
database report. The location of nucleotide 501 of SEQ ID:505, which corresponds to 
nucleotide 501 of DNA30943-1-1 163-1 shovm in the GSeqEdit report, is marked with 
an arrow. The location of nucleotide 603 of SEQ ID:505, which corresponds to 
nucleotide 603 of DNA30943-1-1 163-1 shown on page 7 of the GSeqEdit report, is 
marked with an arrow. The location of the nucleotide 1220 of SEQ ID NO:505, 
which corresponds to nucleotide 1220 of DNA30943-1-1 163-1 shovm on page 12 of 
the GSeqEdit report, is marked with an arrow. 

22. The amino acid residues in the GSeqEdit report which correspond to residues 35 to 
273 of SEQ ID NO: 506 are shovm starting on page 6 (indicated by an arrow) to page 
12 of the report. 

23. Exhibit A clearly shows that amino acids residues 35 to 273 of SEQ ID NO: 506 and 
the nucleic acid residues 603-1220 of SEQ ID NO: 505 disclosed in the above- 
identified application, as well as the homology of the polypeptide to human gas6, 
were obtained prior to June 18, 1997. 
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24. We hereby declare that all statements made herein of our own knowledge are true and 
that all statements made on information or belief are believed to be true, and further 
that these statements were made with the knowledge that willful false statements and 
the like so made are punishable by fine or imprisonment, or both, under Section 1001 
of Title 18 of the United States Code and that such willful statements may jeopardize 
the validity of the application or any patent issued thereon. 



Audrey Goddard, Ph.D. Date 

Paul J. Godowski, Ph.D. Date 

Austin Gumey, Ph.D. Date 

Margaret A. Roy Date 

William I. Wood, Ph.D. Date 



SV 2094833 vl 

4/29/05 10:13 AM (39780.2630) 
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DNA30943 

Source Into 187 FL$33^ Um RNA^ SBClfi Human f«tal Lung 
Gene Into PR02I3 Human Egfl7 (VEMF) Non-Sccrctcd UNQl 87 
Gene Annoitttlotft 

HGU133P 218825_al 
HQU95C 4fte9S fit 
HU3SKA R334g7 f-flt 

HU35KD RCLN70Q81_at 
HuGdnenI NiM OifiglS at 

MOE430A 1421335,auat, 1436823^at. 1451427_a^t HS1428 X ftt 
M0e430P 1421335 a at 143Sfl^g K flt, 14S14g7 fl ft^ HSHgfi X fit 
Rat230v2 137040e.at, 1374S70^t, 1393427.awai 

AQiJent H1Av2A^3-P123785 
HIA A-23-P1237W 
HiAi/gft ga P1 23785 
H1B ifV ag P21Q642.A 3g P3(^230 
MIA A_61_P315841 
WHG A 32 P21Q64 2 



HumafT;416842,1. 4l6842.iq. 416842.17. 416542.50. 41(^4;^.66, ^^W^^^ ^* - lL^.eL 
4ie84^69, 4lgM2iZi 416642.72. 41^2.74. fiSAOaaJL ' 




INCYFL Hurnan:931424J1.1_0, e31424.FL3.0 



HumarcSllS? 



MSI Mou$e:a4dSa^ 
OMIM HumaiTgoaS^ 




Control Info 

UbNlame 28735*2 
insart Name undetenninated 
Ganeratad By Fuli teiigib Scret^i 
Type of DNAi^U 
Insert 10 Novel 
Action DrpNotFL 



insen (Digest) Size(bp) 1600 



(Averse Size(bp} 1 



in^AalSiase(bp) 239 



CutSi2e(bp] 



Vector 

Interest not reviewed 



Concentration 
Origene Plate 
Constrgct Info 



Origene Cloneld 



Orfgene Well 



Bases to Sequenoe 



Exp System 
Sequence Status 



DNA3a943 



Antfbody Info 
Other Info 



Ofigos 



Na itntibudy info 
T: In Sttu image avallabla 
QUS268 

QU5573 

OU7845 
OLf7846 
ai7«7 



r TaqMan Hit 



C Transgenic Antmal Wodel 



30943J1 
30943.6 
30d43.tm.f1 
309434m^1 
3C»43.tm.p1 
30943im,f3 

30943.tni.p3 



Comments 




homokjg to an uaknowi human protein and to ga$a Tho mouse protein w»th 40 % identity doarfy has a signal 
sequence wheras this done does not I think the dono Is suspcct.'ALG 



Annotation 



sluendng in dona 64003 allowed u« to correct three g^uencing errors in ll^r^L 
thegene. However the presence of these errors caused us to Wenllfy the wrong 5' end of 1h« OftP ^ the gene 
-goddarda 



Sequence was flagged as poor quaUtyduring P««fr«a<fina T^to remn^ chemtetry, 
iittte DMA > signal unraadabte. Request ii I ^li ved .^goddarda 



ampfifiedcoton tumors and to a lesser extent m lung tumors- TagMan aasay 



Legal Status Ko legal status 
Statue 
Scientist Daryl Baldwin 
Notcbodc 0 
Page 

Storage Location 
Box 
Skit 

Inventory Status 



dona 3004$ from plasmtd Inventory plate Is verifted connect through part ial sequOTdng 




Date Entered 
Date Updated < 
Date Completed 
Date Canceled 
Conoet Reason 
Clone Status not reviewed 
Sequence Status 



Others 



r Serrt to plASMIO Archive 
r Cione verified 



Pro]ect Mennber 
No Prpiect member generated 
FLS FLSDNA 
No FL$. FLSDNA generated 
Bxp Construct 
EXP 



Lao Name 
Protein Engineering 



ABI 

ABt Run.Lane 
AB15'12.31 
ABt$12.32 
ABtS12.33 
ASt512.34 
ABt5123$ 
AB181230 
ABI812.31 
ABli05a.4O 
ABI1065,41 
ABtt530.13 
MA Plate 

MA Plate WeE Num 

PLT129 26 
PriittHun 

No Prbnt run generated 
XPT 



Constnict DNA 



System 
Baculovirus 



Date Sequenced 



ABI Plate 




1252 



Well Location 
CI 



Date 

Oa/11/1999 



Tyep Plato 
Inventory 



